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The hypothesis that ICP27 impairs RNA splicing has been
supported by a considerable amount of data showing the following: (i) unspliced pre-RNA derived from the intron-bearing
HSV genes encoding ICP0 and UL15 accumulate in the nuclei
of some cell types infected with wild-type HSV but not with an
ICP27 mutant (20, 21, 40), (ii) ICP27 colocalizes with and
redistributes snRNPs in HSV-infected cell nuclei (38), (iii)
ICP27 coimmunoprecipitates with splicing factors that react
with anti-Sm antisera and appears to alter the phosphorylation
status of some of these proteins (52), and (iv) nuclear extracts
prepared from cells infected with wild-type HSV carry out in
vitro splicing reactions less efficiently than those prepared from
uninfected cells, and this reduction requires ICP27 (21). The
majority of HSV genes lack introns, and therefore, as originally
proposed by Sandri-Goldin and Mendoza (53), impairment of
splicing by ICP27 could contribute to the selective expression
of HSV genes by blocking the processing of most host premRNAs. Consistent with this view, ICP27 mutants are defective in delayed shutoff of host cell protein synthesis (20, 48) and
fail to induce the decline in the levels of cellular mRNAs
observed during infection with wild-type HSV (20, 21).
ICP27 binds RNA through an RGG box (36) and shuttles
between the nucleus and cytoplasm of infected cells (35, 39, 50,
58). Recent studies suggest that ICP27 stimulates the cytoplasmic accumulation of intron-less viral mRNAs by binding to
these transcripts and mediating their nuclear export (50, 58).
The shuttling and RNA export activities of ICP27 depend on a
leucine-rich nuclear export sequence that is similar to that of
human immunodeficiency virus (HIV) Rev (50). It is not yet
clear how the nuclear export activity of ICP27 relates to its
previously described effects on the intranuclear processing of
viral and cellular pre-mRNAs.
We previously reported that the endogenous chromosomal
human ␣-globin gene is activated during HSV infection of
HeLa cells, leading to accumulation of correctly initiated
␣-globin RNAs (6). Analysis of viral mutants demonstrated
that the IE proteins ICP0, ICP4, and ICP22 are each required
for efficient induction. The ␣-globin gene contains two introns,
and thus its transcript is a candidate for ICP27-mediated al-

Herpes simplex virus (HSV) is a large enveloped DNA virus
that infects a wide variety of mammalian cells in tissue culture
(reviewed in reference 46). HSV executes a complex genetic
regulatory program during lytic infection: three temporal
classes of viral genes (immediate early [IE], early [E], and late
[L]) are sequentially activated in a regulatory cascade driven by
viral gene products, while expression of most host cell genes is
strongly suppressed. The HSV lytic program is initiated by the
virion transactivator VP16, which acts in combination with host
factors to stimulate transcription of the five IE genes (reviewed
in references 16 and 60). Four of the IE proteins (ICP0, ICP4,
ICP22, and ICP27) then play key roles in orchestrating expression of the viral E and L genes (10, 30, 48, 49, 55, 59, 63).
Early studies demonstrated that the HSV lytic cascade involves both transcriptional and posttranscriptional controls of
mRNA metabolism (64). Mounting evidence suggests that the
immediate-early (IE) protein ICP27 contributes to the posttranscriptional component of the viral regulatory program (57;
reviewed in reference 51). ICP27 is an essential regulator that
stimulates accumulation of a subset of viral E and L mRNAs
and is required for efficient viral DNA replication (12, 30, 34,
43, 44, 48, 56, 62). A clue to the mechanism of ICP27 action
was provided by Sandri-Goldin and Mendoza (53), who
showed that ICP27 enhances expression of constructs bearing
a synthetic and incomplete polyadenylation signal and inhibits
expression of reporter genes bearing certain introns in transient-cotransfection assays. A complementary series of studies
by Clements and colleagues demonstrated that HSV infection
alters the specificity of the host polyadenylation machinery in
an ICP27-dependent fashion, thereby allowing more efficient
use of a subset of viral polyadenylation signals (31–33). These
findings indicate that ICP27 modulates intranuclear processing
of pre-mRNAs and suggest that it inhibits splicing of at least
some intron-bearing transcripts (53).
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Transcripts of most intron-bearing cellular genes must be processed by the splicing machinery in order to
efficiently accumulate and gain access to the cytoplasm. However, we found that herpes simplex virus induces
cytoplasmic accumulation of both spliced and unspliced polyadenylated ␣-globin RNAs in infected HeLa cells.
Accumulation of the unspliced RNA required the immediate-early protein ICP27, and ICP27 was sufficient (in
combination with ICP4) to produce this effect in a transient-transfection assay. However, expression of ICP27
did not markedly alter the levels of fully spliced ␣-globin transcripts in infected cells. These data demonstrate
that the previously documented effects of ICP27 on the cellular splicing apparatus do not greatly inhibit
splicing of ␣-globin RNA and argue that ICP27 induces a splicing-independent pathway for ␣-globin RNA
accumulation and nuclear export.
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FIG. 1. HSV-1 infection induces multiple ␣-globin RNA species in HeLa cells. Total RNA was harvested from HeLa cells that were either mock infected, infected
with HSV-1 strain KOS, or transfected with an ICP4 expression clone (pBB37) or a plasmid bearing the ␣2-globin gene (pUC␣2). The RNA samples were either treated
with RNase H in the presence of oligo(dT) (⫹RNase H ⫹ oligo dT) or left untreated (no RNase H). The ␣-globin RNA species were examined by Northern blot
analysis using a 1.5-kb PstI fragment bearing the human ␣2-globin gene as a probe. C, control blood RNA; M, RNA size markers (in kilobases).

accumulation of multiple ␣-globin RNA species and that one
or more viral gene products in addition to ICP4 are required to
produce this multiplicity of transcripts.
We previously demonstrated that most of the ␣-globin transcripts present in HSV-infected HeLa cells initiate at the
␣-globin promoter and are processed at the globin 3⬘ polyadenylation signal (6). Therefore, the multiple RNA species observed in infected cells likely arise through differential splicing
and/or variation in the length of the 3⬘ poly(A) tail. To examine
these possibilities in more detail, we removed the poly(A) tails
from the transcripts by treating the RNA samples with RNase
H in the presence of oligo(dT). Ten micrograms of total RNA
was hybridized to 300 ng of oligo(dT) (Pharmacia) in a buffer
containing 20 mM Tris (pH 7.5), 10 mM MgCl2, 0.5 mM
EDTA, 50 mM NaCl, 1 mM dithiothreitol, and 30 g of bovine
serum albumin per ml at 60°C. RNase H (Promega) was added
to a final concentration of 0.025 U/l, and the samples were
incubated at 30°C for 1 h. The cleavage products were recovered by ethanol precipitation and examined by Northern blot
analysis (Fig. 1, ⫹ RNase H). Removal of the poly(A) tail
resolved the diffuse ␣-globin bands in KOS-infected cells into
three discrete bands of approximately 580, 700, and 840 nucleotides (nt), with the 700-nt species being considerably fainter
than the other two. These observations excluded the possibility
that the multiple globin RNA species in infected cells are
caused by heterogeneity in the length of the poly(A) tail and
instead suggested that they arise through differential splicing.
Consistent with this hypothesis, the 580-nt band comigrated
with deadenylated globin mRNA from transfected cells and
human blood (Fig. 1, ⫹ RNase H; also seen in Fig. 3 and 5 for
blood RNA) and therefore likely corresponds to fully spliced
globin mRNA (predicted size of 576 nt). Moreover, the estimated sizes of the ⬃700- and ⬃840-nt species closely correspond to those predicted for transcripts retaining one (688 or
718 nt) and both introns (835 nt) (see Fig. 3 for evidence
confirming these assignments). The untreated and RNase Holigo(dT)-treated transcripts found in infected cells differed in
length by approximately 200 to 250 nt, thus documenting the
length of the poly(A) tails of these RNAs. We noted that the
transcripts present in the transfected cells had shorter poly(A)
tails than those present in infected cells (Fig. 1, compare the
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terations in splicing. Indeed, since ␣-globin gene expression
stringently requires the IE viral transactivators and is temporally regulated as a viral E gene (6), the effects of ICP27 on
␣-globin transcript processing could be highly relevant to both
cellular and viral gene expression during HSV infection. A
substantial amount of evidence has shown that intron-bearing
genes require splicing for the efficient accumulation, polyadenylation, and nuclear export of their transcripts (1, 7–9, 19, 22,
23, 25, 27, 37, 47). In view of ICP27’s putative role in inhibiting
mRNA splicing, one might expect ICP27-deficient mutants to
induce significantly higher levels of ␣-globin RNA than does
wild-type HSV. However, we found that deletion of ICP27 had
little effect on the accumulation of ␣-globin RNA (6). These
considerations prompted us to study the splicing, polyadenylation, and subcellular location of the ␣-globin transcripts induced by HSV infection.
HSV-1 infection induces multiple ␣-globin transcripts in
HeLa cells. We used Northern blot analysis to examine the
number and sizes of the ␣-globin transcripts present in HSV1-infected HeLa cells. HeLa cells were infected with HSV-1
strain KOS at an input multiplicity of 10 in the presence of 300
g of phosphonoacetic acid (PAA) per ml, and total RNA was
extracted 6 h postinfection. PAA was included to block the
reduction of globin RNA levels that otherwise occurs after the
onset of viral DNA replication (6). Total RNA was also harvested from HeLa cells that were transfected with an ICP4
expression clone (pBB37) to induce expression of the endogenous ␣-globin genes or a plasmid bearing the ␣2-globin gene
(pUC␣2). pBB37 and pUC␣2 have been previously described
(6). Infection, transfection, and RNA extractions were done as
previously described (6). RNA samples were analyzed by electrophoresis on a 1.5% agarose-formaldehyde gel, followed by
Northern blot hybridization using a 1.5-kb PstI fragment bearing the human ␣2-globin gene as a probe. As shown in Fig. 1
(no RNase H), at least two diffuse bands of ␣-globin RNA
were detected in HSV-infected HeLa cells. In contrast, ␣-globin RNA induced from the endogenous chromosomal ␣1-and
␣2-globin genes following transfection of the ICP4 expression
vector (pBB37) migrated as a single band, as did the ␣-globin
RNA expressed from the transfected human ␣2-globin gene
(pUC␣2). These data show that HSV-1 infection induces the
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most rapidly migrating abundant band in infected cells with the
corresponding species in transfected cells, no RNase H). The
basis for this difference remains to be precisely defined.
ICP27 induces cytoplasmic accumulation of unspliced
␣-globin RNA. In order to determine which HSV-1 IE gene
products are required for the accumulation of multiple ␣-globin transcripts during infection, we examined the ␣-globin
transcripts in cells infected with a panel of HSV-1 strains that
are each defective in one of the IE genes. HeLa cells were
infected in the presence of PAA with strains KOS, N38 (61),
5dl1.2 (30), n212 (4), d120 (10), or del22Z (41) (wild type and
defective in ICP47, ICP27, ICP0, ICP4, and ICP22, respectively), and total RNA was harvested 6 h later. Northern blot
analysis showed identical patterns of ␣-globin RNAs in cells
infected with wild-type strain KOS and strain N38 (ICP47-)
(Fig. 2A). As demonstrated previously, the ICP0, ICP4, and
ICP22-defective strains are severely compromised in their ability to accumulate ␣-globin RNA; nevertheless, a long exposure
of the Northern blot (Fig. 2B) revealed a pattern similar to that
observed in the KOS-infected cells (although the relative abundance of the larger transcripts was somewhat reduced with
d120 and n212). In marked contrast, the ICP27-deficient mutant 5dl1.2 accumulated only the more rapidly migrating transcript.
We tested the hypothesis that the larger ␣-globin transcripts
correspond to unspliced and partially spliced derivatives by
probing total RNase H-oligo(dT)-treated RNA from KOS- or
5dl1.2-infected cells with oligonucleotides specific for ␣-globin
intron 1 (5⬘-AGGCGGCCTTGACGTTGGTCTTGTC-3⬘) or

exon 1 (5⬘-GAGGGTGGCCTGTGGGTCCGGGCGGGCG
AG-3⬘) (Fig. 3A and B). The two more slowly migrating bands
present in KOS-infected cells hybridized to the intron 1 probe
(Fig. 3A), while all three transcripts hybridized to the exon 1
probe (Fig. 3B). Taken in combination with the data presented
and discussed above, these data confirm that the most rapidly
migrating band corresponds to fully spliced mRNA while the
two more slowly migrating bands correspond to transcripts
retaining one and both introns. Only fully spliced RNA was
observed in cells infected with the ICP27-deficient 5dl1.2 mutant (Fig. 3B and D). Thus, ICP27 is required for accumulation
of the unspliced polyadenylated ␣-globin RNAs. This observation is, at first glance, generally consistent with the hypothesis
that ICP27 inhibits splicing of ␣-globin pre-mRNA. However,
we noted that cells infected with the ICP27 mutant and wildtype HSV-1 (KOS) displayed essentially identical amounts of
fully spliced ␣-globin mRNA which accumulated at comparable rates for at least 12 h (Fig. 3C). Moreover, the unspliced
RNA was substantially less abundant (ⱕ50%) than the spliced
transcript at all of the time points examined during infection
with KOS (note that the exon-specific probe used in this experiment provides an accurate estimate of the relative molar
abundance of the spliced and unspliced RNAs, while the
genomic probe used in Fig. 1, 2, 4, and 5 overestimates the
abundance of the unspliced RNA, because it contains both
intron and exon sequences). Thus, while these data do not
exclude a small inhibitory effect on splicing, they demonstrate
that ICP27 does not greatly interfere with the production of
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FIG. 2. Northern blot analysis of ␣-globin RNA from HeLa cells infected with various HSV mutants. HeLa cells were infected with the indicated HSV strains in
the presence of PAA, and total RNA extracted 6 h postinfection was analyzed by Northern blot as described for Fig. 1. Panels are two different exposures of the same
blot. C, control blood RNA; M, RNA size markers (in kilobases).
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spliced ␣-globin transcripts under our conditions of infection
(discussed further below).
Nuclear export of mRNAs appears to be intimately linked to
splicing and polyadenylation, and unspliced pre-mRNAs are
generally confined to the nucleus of eukaryotic cells (5). To
determine the cellular location of the ICP27-induced ␣-globin
pre-mRNAs, we prepared nuclear and cytoplasmic RNA fractions from cells infected with wild-type HSV-1 or an ICP27null mutant strain. Duplicate dishes of HeLa cells were infected with HSV-1 strain KOS1.1 or d27-1 (45) in the presence
of PAA. At 6 h postinfection, total RNA was harvested from
one dish by using the RNeasy purification kit (Qiagen). Cytoplasmic and nuclear RNA fractions were isolated from the
second dish of cells according to the RNeasy handbook (Qiagen). The combined yields of cytoplasmic and nuclear RNAs
equalled that of the total RNA and represented approximately
60 to 70% and 30 to 40%, respectively, of the total RNA yield.
Cell equivalents of total, nuclear, and cytoplasmic RNA were
treated with RNase H and oligo(dT) and then analyzed by
Northern blot hybridization for the presence of ␣-globin transcripts (Fig. 4A). Surprisingly, the majority of the unspliced
␣-globin RNA in cells infected with wild-type HSV-1 was

found in the cytoplasmic fraction. Indeed, the subcellular distribution of the unspliced RNA could not be distinguished
from that of the spliced transcript. The same RNA samples
were analyzed for their content of the U3 snoRNA, which is
exclusively nuclear, by probing with an oligonucleotide specific
for U3 (5⬘-ACCACTCAGACCGCGTTCTCTCCCTCTCAC3⬘) (Fig. 4B). As expected, the U3 snoRNA was located entirely in the nuclear RNA fraction, indicating that the cytoplasmic fraction was free of nuclear RNA contamination. These
data indicate that HSV infection induces efficient cytoplasmic
accumulation of polyadenylated unspliced ␣-globin RNA, and
ICP27 is required for this effect. These findings are in contrast
with the reports by others that ICP27 causes nuclear retention
of unspliced pre-mRNAs of two intron-containing HSV-1 transcripts, ICP0 and UL15 (40, 50), and demonstrate that nuclear
retention of intron-containing transcripts by ICP27 is not universal.
We used a transient-transfection assay to determine if ICP27
is able to induce accumulation of unspliced ␣-globin RNA in
the absence of HSV infection. Expression of ICP4 suffices to
activate the endogenous ␣-globin gene in transfected HeLa
cells (6). We therefore cotransfected the ICP4 expression plas-
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FIG. 3. Time course of accumulation of spliced and unspliced ␣-globin RNA. HeLa cells were infected with KOS or 5dl1.2 in the presence of PAA. Total RNA
harvested at the indicated times postinfection was treated with RNase H in the presence of oligo(dT) to remove the poly(A) tails and then analyzed by Northern blot
hybridization using 32P-labeled oligonucleotide probes specific for intron 1 (A) or exon 1 (B). Lane C, control blood RNA; lane M, RNA size markers (in kilobases).
Signals representing the fully processed (C) and unprocessed (D) ␣-globin transcripts detected in panel B were quantified by phosphorimager analysis, and normalized
data were plotted.
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mid pBB37 with an ICP27 expression vector, pC27, into HeLa
cells. pC27 bears the ICP27 open reading frame under the
control of the TET-OFF promoter of pUHD10-3 (35). Although the TET-OFF promoter is inactive in HeLa cells (17),
ICP27 expression was efficiently induced by coexpression of
ICP4 (data not shown). RNA was extracted 36 h posttransfection and treated with RNase H and oligo(dT), and the ␣-globin
transcripts were examined by Northern blot analysis (Fig. 5).
Only fully spliced globin RNA was detected in cells expressing

FIG. 5. ICP27 induces accumulation of unspliced ␣-globin pre-mRNA in
transfected cells. HeLa cells were transfected with the ICP4 expression clone
(pBB37) in combination with pUC, the control vector pUHD10-3, or the ICP27
expression clone pC27, and total RNA was extracted at 36 h posttransfection.
These RNA samples and RNA from KOS-infected cells were treated with RNase
H and oligo(dT) and then analyzed for ␣-globin transcripts by Northern blot
hybridization. C, control blood RNA; M, RNA size markers (in kilobases).
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ICP4, while addition of ICP27 induced accumulation of the
same unspliced ␣-globin species seen in HSV-infected cells.
Furthermore, as in HSV-infected cells, the majority of the
unspliced ␣-globin pre-mRNA was present in the cytoplasmic
RNA fraction (data not shown). Thus, ICP27 is sufficient (in
combination with ICP4) to induce cytoplasmic accumulation of
unspliced polyadenylated ␣-globin RNA in the absence of
other HSV gene products. We observed a 40% reduction in the
total ␣-globin signal (spliced plus unspliced RNA) in the presence of ICP27, an effect that was not observed during infection
with wild-type versus ICP27-deficient HSV. It is unlikely that
this reflects a reduced splicing efficiency, since if such were the
case, one would predict the total ␣-globin signal to be the same
but with a decrease of the spliced message and a corresponding
increase in the unspliced transcript. The possibility that the
reduction in ␣-globin message stems from overexpression of
ICP27 in the transfected cells is presently under investigation.
We report here two observations that have considerable
bearing on the function of ICP27. First, our finding that expression of ICP27 has little effect on the rate of accumulation
of fully spliced ␣-globin RNA demonstrates that the splicing
apparatus retains the ability to process this transcript for extended periods in HSV-infected cells maintained in the presence of PAA. In contrast, previous work has shown that the
expression of ICP27 greatly reduces accumulation of spliced
transcripts derived from several other host intron-bearing
genes during infection (20, 21), presumably due to defective
splicing, and this effect is thought to be responsible (at least in
part) for the ICP27-dependent delayed shutoff of host cell
protein synthesis. It is unclear why ICP27 has varied effects on
cellular transcripts. One possibility is that cellular genes vary in
their sensitivity to the ICP27-induced alterations of the splicing
apparatus. Perhaps splicing of the ␣-globin transcript is relatively resistant because ␣-globin pre-mRNA contains only two
small introns, whereas most cellular genes contain many more
introns, and these are on average much larger than those in the
globin gene (see for example reference 18). Alternatively, the
effects of ICP27 on the ␣-globin transcript may differ because,
unlike with most other cellular genes, expression and accumulation of ␣-globin RNA is actively induced by the actions of
viral gene products. Inasmuch as the ␣-globin gene is in this
sense acting as a surrogate viral gene, its behavior may reflect
a global distinction by ICP27 between viral and cellular transcripts.
Second, we find that the unspliced polyadenylated ␣-globin
pre-mRNA is exported from the nucleus as efficiently as the
fully spliced message. This was a surprising observation because a large amount of evidence indicates that splicing is
required for efficient accumulation, polyadenylation, and nuclear export of transcripts of intron-bearing genes in metazoan
cells. Interestingly, the fully spliced ␣-globin message efficiently gained access to the cytoplasm in the absence of ICP27
(Fig. 4A). These data therefore raise the possibility that two
modes exist for nuclear export of ␣-globin transcripts during
HSV infection: the splicing-dependent pathway that intronbearing genes normally utilize and an alternative splicing-independent pathway that requires ICP27 for accumulation and
export of unspliced ␣-globin transcripts. In this regard, ICP27
may be acting analogously to the HIV Rev protein. Rev binds
to a specific cis-acting element (the RRE) present in unspliced
and partially spliced HIV RNAs and promotes nuclear export
of these transcripts (reviewed in reference 42). Several naturally intronless mRNAs, both viral and cellular, similarly require specific cis-acting sequences that promote splicing-independent RNA export (24, 26, 27). For example, the cellular
hnRNP L protein binds to multiple elements in the HSV-TK
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FIG. 4. Unspliced ␣-globin RNA accumulates in the cytoplasm. Duplicate
dishes of HeLa cells were infected with HSV-1 strain KOS1.1 or d27-1 in the
presence of PAA. At 6 h postinfection, total RNA (T) was harvested from one
dish and cytoplasmic (C) and nuclear (N) RNA fractions were isolated from the
second dish. Cell equivalents of each RNA sample (10 g of total RNA) were
treated with RNase H and oligo(dT) and then analyzed by Northern blot hybridization for the presence of ␣-globin transcripts (A). As a cell fractionation
control, the same samples were analyzed for their content of U3 snoRNA by
hybridization to an oligonucleotide probe specific for U3 (B).
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tion that EBV EB2 rescues transcripts bearing weak splicing
signals (2). Intriguingly, a small fraction of HSV glycoprotein C
mRNA is spliced, indicating the presence of weak splicing
signals in this transcript (15). The gC protein is translated from
the unspliced form of the RNA. It is therefore perhaps significant that accumulation of unspliced gC mRNA stringently
requires ICP27 (44).
The hypothesis that ICP27 stimulates accumulation of unspliced ␣-globin mRNA by inducing a splicing-independent
pathway for globin RNA accumulation and nuclear export
predicts that accumulation of unspliced ␣-globin pre-mRNA
could be uncoupled by mutation from the previously described
intron-dependent “repression” function of ICP27. Experiments designed to test this prediction are under way.
P.C. and K.S.E. contributed equally to this work.
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transcript that are each able to mediate splicing-independent
cytoplasmic accumulation (27). Recent evidence indicates that
such cis-acting elements suppress the use of cryptic splice sites
and stimulate splicing-independent polyadenylation of these
transcripts, as well as promoting their nuclear export (25). It is
tempting to speculate that ICP27 acts in a fashion similar to
Rev and hnRNP L. Consistent with this view, Sandri-Goldin
(50) has shown that ICP27 binds to several intron-less HSV
transcripts and mediates their splicing-independent RNA export. However, Sandri-Goldin found that transcripts of the
intron-bearing viral ICP0 and UL15 genes did not detectably
interact with ICP27 in these assays and were preferentially
retained in the nucleus. These data were interpreted to indicate that ICP27 globally distinguishes between intron-bearing
and intron-less RNAs and transports only the latter (50). Our
findings suggest an alternative interpretation: perhaps ICP27
recognizes specific features that are present in only a subset of
RNAs and transports these transcripts irrespective of the presence or absence of introns. Supporting this hypothesis are the
recent data of Buisson et al. (2). These authors showed that the
Epstein-Barr virus (EBV) homologue of ICP27, EB2, induces
the cytoplasmic accumulation of unspliced RNA derived from
some genes bearing constitutive splicing signals without reducing accumulation of spliced RNA. Interestingly, the EB2 protein also blocked the use of cryptic (noncanonical) splicing
signals in transcripts lacking bona fide introns, thereby promoting cytoplasmic accumulation of unspliced transcripts of
these intron-less genes.
Intron-containing transcripts are normally recognized by
splicing factors and assembled into spliceosomes. The proteinbound pre-mRNA is then either productively spliced into
mRNA or degraded by as yet poorly understood discard pathways (3, 28). In some cases, a substantial fraction of the introncontaining nuclear pre-mRNA is degraded rather than spliced
(28). One interpretation of our data is that ICP27 rescues this
subset of nuclear ␣-globin RNA from degradation, for example, by dissociating it from nonproductive interactions with the
splicing machinery and promoting its polyadenylation and nuclear export. According to this view, the unspliced globin
RNAs that accumulate in the presence of ICP27 derive from a
subset of primary transcripts that would have been degraded in
its absence. The proposed mechanism is again reminiscent of
that used by the HIV Rev protein, which increases the intranuclear stability of unspliced HIV RNA as well as facilitates its
export to the cytoplasm (11, 14, 28, 29, 54). Alternatively,
ICP27 may intercept a fraction of globin pre-mRNAs before
they engage the splicing apparatus and mediate their efficient
polyadenylation and transport.
It seems possible that ICP27-induced cytoplasmic accumulation of unspliced transcripts plays a biological role during
HSV infections. Phelan et al. (40) and Hardy and SandriGoldin (21) have shown that a fraction of the unspliced ICP0
and UL15 RNA is present in the cytoplasm, and Everett et al.
obtained direct evidence that truncated forms of ICP0 are
translated from partially unspliced ICP0 transcripts that retain
intron 2 (13). More generally, it is interesting to speculate that
the proposed “transcript rescue” function of ICP27 plays a
fundamental role in HSV gene expression. Splicing signals are
highly degenerate, and cryptic splice donor and acceptor signals are therefore likely to appear by chance in HSV transcripts that lack efficient or bona fide introns. Although insufficient for splicing, such signals are predicted to promote
nonproductive interactions with the splicing machinery, leading to nuclear retention (5) or degradation through the discard
pathway. The proposed rescue function would serve to counteract this effect. This proposal is consistent with the observa-
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